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Objectives and Methods

To analyze comprehensive molecular
profiling

Demo-
graphics

Advanced Biliary Tract Cancers

Latinx-rich Cohort

Inclusion
Criteria

—| Age >18 years

| Unresectable Clinical
BTC features

| Jan 2018 -
Dec 2021




N= 89

Age

48(53.9%) <65 yrs
41(46.1%) 265 yrs

Ethnicity

51(57.3%) Latinx
38(42.7%) non-Latinx

Sex

48(53.9%) Males
41(46.1%) Females

Results

49 (55%)
NGS performed

40 (45%)
NGS not performed

Diagnosis

Intrahepatic CCA 26(53.1%)

Extrahepatic CCA 7(14.3%)

Gall Bladder CA 10 (20.4%)
Ampullary/Other CA 6(12.2%)
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Proportion Alive

Overall Survival by Ethnicity

1.001

0.751

0.501

0.251

0.001

Hispanic or Latino

NOT Hispanic or Latino

~+= Hispanic or Latino =+ NOT Hispanic or Latino

Median OS (mo)

Latinx 16.1 (12.7-28.3)

Non-Latinx  15.5 (11.6-26.8)

Stratified HR = 1.12 (95% CI 0.65-1.92)

p = 0.69 ‘
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Proportion Alive

Overall Survival by Disease Site
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Proportion Alive
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Conclusions

55% patients with advanced BTC had NGS performed
—  Thisshould be 100%

Most common mutations were TP53, KRAS and ARID1A

— Latinx had more TP53 mutations, non Latinx had more KRAS mutations

46% of elderly had NGS performed
—  Most common mutations were FGFR and BRCA2

Latinx and Non-Latinx had similar survival rates

Survival rate was not different based on type of mutation

Future directions: Association of mutations with
—  Survival
— Response to therapy
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